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Rhodococcus equi is one of the most important bacterial path-
ogens in foals up to six months of age worldwide. Prevalence
of rhodococcosis in foals in Poland is similar to other countries
and is endemic on some farms, and sporadic or even not
recognized on others. There is no information about plasmid
proﬁles of R. equi isolates in Poland. The virulent R. equi strains
carry virulence-associated plasmids (pVapA) the vapA gene
encoding virulence-associated 15e17-kDa protein (VapA).
Analysis of the restriction enzyme digestion patterns revealed
12 distinct pVAPA types (85-kb types IeIV, 87-kb types I-III
and 90-kb types IeV). Material for this study was collected on
13 horse breeding farms between 2001 and 2012. The R. equi
strains were isolated from tracheobronchial aspiration sam-
ples from foals with clinical rhodococcosis or from lung sam-
ples collected during necropsy. The presence of R. equi genes,
choE, traA and vapA was determined by PCR. Plasmid DNA was
isolated from the vapA-positive R. equi isolates using an alka-
line lysis method, with some modiﬁcation, and digested with
restriction endonucleases EcoRI, EcoT221, HindIII and BamHI.
Totally, 57 virulent strains were investigated. The 85-kb type I
plasmid was found in 48 strains (82,8 %) and 87-kb type I
plasmid in 8 strains (13,8%). One strain (1.7%) had a EcoRI
unique restriction cleavage pattern. This plasmid new variant
is similar to the 85 kb type I and was named “85-kb type V”
(Fig. 1). The 85-kb type I plasmid was found in 96.4% of foal
isolates in Germany, 95.3% in Hungary, 59.5% in France, 53.1%
in USA and 14.6% in Brazil. Moreover, in soil and environment
of the farms in Hungary (71.4% of soil isolates) and USA (64.5%
of isolates). The 87-kb type I plasmid is most widespread in
Brazil (80% of isolates). In Europe it was found in 3.6% of iso-
lates from foals in Germany, 4.7% from foals and 13.3% from
soil in Hungary, in 26% of isolates from foals in France and in
40.6% of isolates from foals and 26.4% from soil in Texas. This isthe ﬁrst report of the R. equi VapA plasmid proﬁles from
Poland.
208
Rhodococcus equi infection in China
F. Gong*, A. Luo, Y. Zhang, L. Sun
College of Veterinary Medicine, South China Agriculture
University, Guangdong Provincial Key Laboratory of Prevention
and Control for Severe Clinical Animal Diseases, Guangzhou,
Guangdong Province, 510642, People’s Republic of ChinaRhodococcus equi (R. equi) is a Gram positive facultative intra-
cellular pathogen. Its infection causes subacute or chronic
abscessating bronchopneumonia in foals up to 6 months. To
date, while China remains the largest equine population around
word, epidemiology of R. equi and its infection in horses re-
mains unknown. Thus, prevalence of R. equi in soil and its
infection in horses in Southern and Northern China were
investigated and compared. A total of 132 soil samples were
collected in horse farms. The virulent R. equi were detected by a
modiﬁed colony immunoblot assay, as well as classic bacteria
isolation and VapA PCR. In addition, a total of 136 sera samples
were collected from horses in corresponding farms. Seropre-
valence against virulent R. equi was evaluated by ELISA. The R.
equi was detected in all farms from both northern and southern
regions, although no virulent R. equi was isolated and detected.
However, sera-positive to VapA was detected in both regions.
The positive ratio was over 50% in horses from Northern China,
signiﬁcantly higher than that of Southern China. The positive
ratio varied between farms, seasons that samples were
collected. No virulent R. equi in China maybe due to low
pathogenesis of the bacteria to local horses. This was under
investigation.
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